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Abstract:

Providing guarantees on the reproducibility of discoveries is essential when drawing inferences from
high-dimensional data. For example, the development of personalized medicine relies on the
reproducibility of genome-wide association studies (GWAS). This talk introduces the Terminating-
Random Experiments (T-Rex) selector, a fast multivariate variable selection method for high-
dimensional data. The T-Rex selector provably controls a user-defined target false discovery rate
(FDR) while maximizing the number of selected variables. It scales to settings with millions of
variables. Its computational complexity is linear in the number of variables, which makes the T-Rex
selector more than two orders of magnitude faster than, e.g., the existing model-X knockoff methods.
The easy-to-use open-source R package ‘TRexSelector' is available on CRAN.
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